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r° =levelof inter-study varability
= hierarchi@l variance
¢ =co- variability betweerrelatedsub- studies

= hierarchi@l covariance
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Hierarchical Bayes: Startup
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Hierarchical Bayes: Priors
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Hierarchical Bayes: Priors and Estimation
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‘ Sensitivity to Hierarchical Parameters

Random effects estimate of 3,
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Effect size est. using d-splitting
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‘Shining a laser light at GeneChip® array causes tagged DNA fragments that hybridized to glow

Hybridized DNA
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Logistic quantiles
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